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* IMGT® standards based on IMGT-ONTOLOGY
- classification: gene nomenclature
- description: labels et prototypes
- numerotation: IMGT unique numbering

* IMGT/DomainGapAlign
IMGT Collier de Perles
IMGT/3Dstructure-DB

* IMGT/2Dstructure-DB
IMGT/mAb-DB



IMGT-ONTOLOGY
axioms and concepts
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IMGT-ONTOLOGY seven axioms:

To share, reuse and represent knowledge
in Immunogenetics and Life Sciences

IDENTIFICATION

-~ \\ OBTENTION

CLASSIFICATION

DESCRIPTION

ORIENTATION

LOCALIZATION

NUMEROTATION

Giudicelli and Lefranc, Bioinformatics 1999
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group locus IGLV human IGL
‘ 4 (22911.2)
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subgroup is/ordered in an IGLV?2
‘ instance of ‘

is ordered in
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an instance of is a member|of
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is a variant of
an instance of is a variant|of
allele IGLV2-11*02

« Concepts » « Instances »



CLASSIFICATION axiom

1. The IMGT-ONTOLOGY main concepts of classification

* include ‘group’, ‘'subgroup’, ‘gene’, ‘allele’.

* have allowed to set up the nomenclature of the
immunoglobulin (IG) genes (V, D, J, C genes).

http://www.imgt.org

2. IMGT gene names have been approved by the HUGO
Nomenclature Committee (HGNC) in 1999.

3. New alleles are validated by the WHO-IUIS/IMGT
nomenclature committee and entered in IMGT/GENE-DB.

4. IMGT/GENE-DB is the international reference database for
|G genes (direct links from NCBI Entrez Gene) and alleles.
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2. IMGT gene names have been approved by the HUGO
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DESCRIPTION axiom

http://www.imgt.org

. The IMGT-ONTOLOGY concepts of description:
comprise the standardized IMGT labels and their relations.

have allowed to describe the |G (or antibody) sequences
and structures, whatever the chain type or the species.

. IMGT labels are used in all IMGT® databases and tools for
the description of:

nucleotide and amino acid sequences (IMGT/LIGM-DB...)
2D and 3D structures (IMGT/3Dstructure-DB...).

. Sequence Ontology (SO) includes IMGT labels.

. IMGT® databases can be queried using labels (a big ‘plus’
compared to generalist databases).
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CDR-IMGT lengths
[8.10.12]

128

@@@6000061,@

Lefranc et al. Dev. Comp. Immunol. 27, 55-77 (2003)
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1. IMGT unique numbering

* conserved AA (and codons) CDR-IMGT lengths

at the same positions: [8.10.12]
1st-CYS 23
2nd-CYS 104
J-PHE, J-TRP 118

118

S
PROROPEEEERERE

—
]
[+5]

Lefranc et al. Dev. Comp. Immunol. 27, 55-77 (2003)
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1. IMGT unique numbering hitp:/fwww.imgt.org
* conserved AA (and codons) CDR-IMGT lengths
at the same positions: [8.10.12]
1st-CYS 23
2nd-CYS 104

J-PHE, J-TRP 118

118

2. IMGT Collier de Perles

* standardized delimitation of
the FR-IMGT and CDR-IMGT.

* CDR-IMGT lengths.

@@= [T

—
]
[+5]

Lefranc et al. Dev. Comp. Immunol. 27, 55-77 (2003)



NUMEROTATION axiom Tigdh =

. The IMGT-ONTOLOGY concepts of numerotation include:
IMGT unique numbering
IMGT Collier de Perles.

. The concepts bridge the gap between sequences and 3D
structures, at the amino acid (codon) level, for:

the variable domains (V-DOMAIN)
the constant domains (C-DOMAIN).

. The concepts are used for:
Mutations, polymorphisms

CDR-IMGT lengths
contact analysis, paratope definition.

. WHO-INN programme requires the CDR-IMGT lengths for
antibody.



NUMEROTATION axiom Tegh =

. The IMGT-ONTOLOGY concepts of numerotation include:
IMGT unique numbering
IMGT Collier de Perles.

. The concepts bridge the gap between sequences and 3D
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IMGT/DomainGapAlign

Sequence name: ALEMTUZUMAB

ALEMTUZUMAB .FDYWGQGSLVIVSS
IGHI4*01 YFDYWGQGTLVIVSS
(Homo sapiens) S

@ Closest reference gene and allele(s) from the IMGT domain directory

V-REGION

identity percent

V gene and allele Species Domain Smith-Waterman Score | Identity percentage | Overlap
IGHV4-59*01 Homo sapiens | 1 494 73.0 100
J gene and allele Species Domain Smith-Waterman Score Identity percentage Overlap Align your sequence with
IGH14*01 Homo sapiens 1 04 02.9 14 @
IGH14*02 Homo sapiens 1 04 92.9 14 (0]
IGH14*03 Homo sapiens 1 04 92.9 14 (0]
@ Alignment with the closest V gene and allele from the IMGT domain directory
FR1-IMGT CDR1-IMGT FR2-IMGT CDR2-IMGT FR3-IMGT
(1-28) (27-38) {39-55) {56-85) (66-104)
B BC C c' c'C" c" D E F
(1-15) (16-26) (27-38) {39-46) (47-55) {56-85) (66-T4) (T5-84) (85-96) (97-104)
> > > g g > > >
1 10 15 16 23 26 27 38 3941 46 47 55 56 65 66 74 75 80 84 85 &9 98 97 104 105
P Lewed Jovennn I I P I P T I Fewvelovel Dovelevnnns T | 1.
ALEMTUZUMAB QVQLQESGP.GLVRP SQTLSLICTVS GFIF....TDFY MNWVRQPP GRGLEWIGF IRDEAKGYTT EYNPSVK.G RVIMLVDTSE NQFSLRLSSVTA ADTAVYYC AR
IGHV4—59*[]1 QVQLQESGP.GLVEP SETLSLTCIVS GGSI....55YY WSWIRQPP GEGLEWIGY IYYS...G5T NYNPSLE.S RVTISVDISE NQFSLELSSVIA ADTAVYYC AR
(Homo sapiens) R @ FTF TDF |MN V R F| RDK YT |E vV G ML R

@ Alignment with the closest J gene and allele from the IMGT domain directory

14 / 91 FR-IMGT AA differences

CDR3-IMGT
(105-117)
FG

I:I'['l

d

Tics

http://www.imgt.org

Information
system®

b d

IMGT/DomainGapAlign provides analysis of IG amino acid sequences, per domain (V, C)




Towards «Potential immunogenicity evaluation » PE!I‘S
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Comparison with the closest human germline genes:

V-REGION FR-IMGT

identity AA
percent differences
VH alemtuzumab 73 % 14 /91
bevacizumab 72.40 % 23
trastuzumab 81.63 % 9
V-KAPPA alemtuzumab 86.32 % 2 /89
bevacizumab 87.40 % 7
trastuzumab 86.32 % 6

Magdelaine-Beuzelin C. et al. Crit. Rev. Oncol. Hemat. 64, 210-225 (2007)



The eleven IMGT amino acid classes
according to the physicochemical properties
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“olume' classes ‘Hydropathy' classes
in A2 Hydraphobic Meutral Hydraphilic
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Pommie et al. J. Mol Recognit. 17, 17-32, 2004



IMGT Collier de Perles amino acid profile

CDR-IMGT lengths X)) alemtuzumab VH
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Pommié et al. J. Mol Recognit. 17, 17-32 (2004)



IMGT/3Dstructure-DB
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MGT Collier de Perles : Hormo sapiens (Human) IGHV V-DOMAIN from b12 (1hzh_H)
CDR-IMGT lengths [8.8.20]
Hydrogen bonds
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Contacts VH-(Ligand), V-KAPPA-(Ligand)

DomPair
DomPair
DomPair
DomPair
DomPair
DomPair
DomPair
DomPair
DomPair

DomPair

IMGT molecule name IMGT. . Chain IMGT. ch.ain Domain
description ID description number
CAMPATH-1H, alernhuzumab, FAB-GAMMA- ’
MABCAMPATHE {_KAPPA feel R VRHCHL b1
[02]
el L L-KAPPA [D1]
[02]
CD52 (synthetic peptide) Peptide leel P Peptide
MNumber of residues Atom cortact types
Uit 1 Unit 2 eside
CONECES Total From 1 From 2 Total Polar Hydrogen
Domain  Chain| | Domain  Chain
WH lcel H | CHL lcel H 19 17 ol 9 125 9 1
WRAPPA 1cel L B3 45 24 21 532 61 6
(Ligand) 1cel P 25 19 12 7 216 40 9
CH1 leel H WH lcel H 19 17 g 8 125 9 1
C-KAPPA 1cel_ L B8 58 28 30 498 40 b
Y-KAPPA 1oel L | WH lcel H 63 45 21 24 532 6l 6
C-KAPPA 1cel | 18 18 8 0 137 19 2
(Ligand) 1cel P 16 14 7 7 171 37 5
C-KAPPA 1cel | CHI lcel H 68 58 30 28 498 40 6
W-KAPPA 1cel | 18 18 10 8 137 19 2

Im
M ugs

Gene

Tics

IMGT domair http://www.imgt.org
description

Information
system®

WH

CH1
W-KAPPA
C-HKAPPA

Kaas Q. et al.2004



Contacts V-KAPPA-(Ligand)

Residue  MNumber of residlies Atom confact types
contacts Total From 1 From 2 Total Polar Hydrogen http://www.imgt.org
6 14 7 7 171 37 5
List of the Residue@Position pair contacts:
Click 'R@P' for IMGT Residue@Position cards

Order Order Atom contacts

INE; Residue Domain Chain Im?; Residue Domain Chain Total Polar Hydrogen
R@P B = lcel P 1 0
dedd | | | | EEEGEE 1P 21 0O
zar [SEN A N PR el ror 3 s s el P 3 2
or [ -« = elP 20 4 i
ey | ||| [N lelP 12 2 0
ded | ||| S jelP 14 3 N
ded | || | EEEEGN- el P 12 1 0
ror [EE - ¢ = lelP 12 3 0
ded | | | | EEEEE el P 11 2 0
ded | || | FEEECE el P 18 3 1
ded | || | [ el p 4 2 0
e | || | [T lcel P 2 0
dedd | | [ | EEEERTE lel P 11 0
wor [ -« = S el P 9 4 i
wor [ - ¢ = felP 20 6 i
o | 7 s eip 7 2 0 Kaas Q. etal 2004



Contacts VH-(Ligand)

IMGT Residue Domain Chain IMGT Residue Domain Chain Total Polar Hydrogen
Num Num http://www.imgt.org
ded | || | [ elP 4 0 0
7 ALA A leel P 13 1 0
3 AP D leel P 14 2 2
R@P 55 PHE F WH leel H R@P 6 SER S leel P 5 0 0
R@GE 355 PHE F WH lcel H R@P 7 ALA A leel P 16 0 0
R@P 55 PHE F WH lcel H R@P 8 ASP D leel P 1 0 0
7 ALA A leel P 9 3 2
3 ASP D leel P 20 6 1
3 ASP D leel P 11 2 1
7 ALA A leel P 1 0 0
2 THR T leel P 13 2 1
4 SER S leel P 5} 2 0
7 ALA A leel P 5 0 0
1 oy G leel P 2 1 0
2 THR T leel P 9 2 0
1 oY G leel P 24 4 0
2 THR T leel P 21 5} 0
3 SER S leel P 9 2 1 ¢

1 Gy G leel P 1 1 0
3 SEROS leel P 11 4 1
3 SERS leel P 3 1 0
2 THR T leel P 3 0 0
SER S leel P 7 2 0
SER S leel P 4 0 0

R@pP --.-- R@P 4 SER 5 leel P 5 0 0 KaaS Q et al 2004
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_ IMGT/2Dstructure-DB
Your query: INN entries.
Number of results: 53
[Click on IMGT entry ID (2nd column) for entry card
IMGT IMGT
entry  IMGT molecule name entry  IMGT receptor description Species F'de ?Eetwmmended CAS number
D type
1 7637  trastuzumab, 4DSVE, HERCEPTING NN IG-GAMMA-1_KAPPA Humanzed — L78(1997)  R40 (1998) 180288-69-1
2 7906  cetuximab, Fab C225, IMC-225, ERBITUX™ NN IG-GAMMA-1_KAPPA Chimeric 182 (1999) R4 (2000) 205023-56-4
3 8005  alemtuzumab, Campath-1H, LDP-03, CAMPATH®/MABCAMPATH® NN IG-GAMMA-1_KAPPA Humanzed L83 (2000)  R45 (2001) 216503-57-0
4 8017  bevaczumab, 12-1gG1, F(ab)-12 1gG1, Fab-12 IgG1, thuMAb-VEGF, AVASTIN® INN  FAB-GAMMA-1_KAPPA Humanzed L83 (2000) R4S (2001) 216974-75-3
S 8313  ranbizumab, Fab-12 variant Y0317, RhuFab, LUCENTIS® NN FAB-GAMMA-1_KAPPA Humanzed 190 (2004) RS2 (2004) 347396-82-1
6 8380 pertuzumab, thuMAB 2C4 NN FAB-GAMMA-1_KAPPA Humanzed 189 (2003)  RS1 (2004) 380610-27-5
7 8508  naptumomab estafenatox NN FAB-GAMMA-1-SAG_KAPPA Mus musculss 196 (2006)  RS8 (2007) 676258-98-3
8 8651 tadoczumab NN FAB-GAMMA-1_KAPPA Humanzed 194 (2005)  RS6 (2006) 339086-80-5
9 8658  efungumab NN SCFV-HEAVY-KAPPA Homo sapiens 195 (2006)  RS7 (2007) 762260-74-2
10 8650  abagovomeb NN IG-GAMMA-1_KAPPA Mus musculis 195 (2006)  RS7 (2007) 792021-10-9
11 8660  atacicept NN FUSION-TNFRSF13B-FC-GAMMA-1 Homo sapiens 195 (2006)  RS7 (2007) 845264-928
12 8693  motavizumab NN IG-GAMMA-1_KAPPA Humanzed 195 (2006)  RS7 (2007) 677010-34-3
13 8734  bavituximab NN IG-GAMMA-1_KAPPA Chimeric 195 (2006)  RS7 (2007) 648904-28-3
14 8739  afibercept NN FUSION-FLTL-KDR-FC-GAMMA-1 Homo sapiens 195 (2006)  RS7 (2007) 862111-32-8
15 8750  rionacept, ARCALYST™ NN FUSION-ILIRAP-ILIR1-FC-GAMMA-1 Homo sapiens 195 (2006)  RS7 (2007) 501081-76-1
16 8753 lexatumumab NN IG-GAMMA-1_LAMBDA Homo sapiens 195 (2006)  RS7 (2007) 845816-02-6
17 8818  ibalizumab NN IG-GAMMA<4_KAPPA Humanzed 197 (2007) RSO (2008) 680188-334
18 8832  tenatumomab, 5T2146 NN IG-GAMMA-2B_KAPPA Mus musculis 198 (2007) R0 (2008) oy
18 8836  canakinumab NN IG-GAMMA-1_KAPPA Homo sapiens 197 (2007) RSO (2008) iggigggg
20 8862  etarackzumab, MEDI522, hLM609 NN IG-GAMMA-1_KAPPA Humanzed 199 (2008)  Re1 (2009) 89255342-3
21 8864  otelxzumab NN IG-GAMMA-1_LAMBDA Humanzed — L98(2007) R0 (2008) 881191-44-2
22 8860 teplzumab NN IG-GAMMA-1_KAPPA Humanzed 197 (2007) RSO (2008) 876387-05-2
23 8887  lucatumumab NN IG-GAMMA-1_KAPPA Homo sapiens 198 (2007) R0 (2008) 903512-50-5
Hemo sapiens .
24 8888  panobacumab, Aerumab 11 NN IG-MU_KAPPA_J-CHAIN om0 SRS 1100 (2008)  Unpublshed 885053-07-4
25 8894  gantenerumab NN IG-GAMMA-1_KAPPA Homo sapiens 197 (2007) RSO (2008) 89957-37-9
26 8922  miatuzumab NN IG-GAMMA-1_KAPPA Humanzed 198 (2007) R0 (2008) 809706-83-0
27 8932  vekuzumab NN IG-GAMMA-1_KAPPA Humanzed 198 (2007) R0 (2008) 728917-18-8
28 8941  tanezumab, RN624 NN IG-GAMMA-2_KAPPA Humanzed 199 (2008)  R61 (2009) 880266-57-0
20  A0472 anrikinziimah THM TR-GAMMA-1 KAPPA Himanized 198 (2nN71Y RAN 2NNaY 01 NR4G-32-N V
Terming € Internet 4 v W100% <

F ‘& Courrier entrant - Th... r ﬁ Mic

truckure-DE. ..
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| IMGT/2Dstructure-DB
Your query: INN entries.
L) -
Number of results: .3 International Nonproprietary Name (INN)
r - - -
_ Dénomination Commune Internationale (DCI)
[Click on IMGT entry ID (2nd column) for entry card
MGT IMGT
entry IMGT molecule name entry  IMGT receptor description Species F'de E;:oommended CAS number
D type
1 7637 trastuzumab, 4D5V8, HERCEPTIN® NN IG-GAMMA-1_KAPPA Humanzed 178 (1997)  R40 (1998) 180288-69-1
2 7906  cetuximab, Fab C225, IMC-225, ERBITUX™ NN IG-GAMMA-1_KAPPA Chimeric 182 (1999)  Ra4 (2000) 205023-56-4
3 8005  alemtuzumab, Campath-1H, LDP-03, CAMPATH®/MABCAMPATH® NN IG-GAMMA-1_KAPPA Humanized 183 (2000)  R45 (2001) 216503-57-0
4 8017  bevaczumab, 12-IgG1, F(ab)-12 1G1, Fab-12 10G1, fhuMAD-VEGF, AVASTIN® INN  FAB-GAMMA-1_KAPPA Humanzed 183 (2000) R4S (2001) 216974-75-3
5 8313  ranbizumab, Fab-12 variant Y0317, RhuFab, LUCENTIS® NN FAB-GAMMA-1_KAPPA Humanzed 190 (2004) RS2 (2004) 347396-82-1
6 8380  pertuzumab, thuMAB 2C4 NN FAB-GAMMA-1_KAPPA Humanzed 189 (2003)  RS51 (2004) 380610-27-5
7 8598  naptumomab estafenatox NN FAB-GAMMA-1-SAG_KAPPA Mus muscubss 196 (2006)  RS8 (2007) 676258-98-3
8 8651 tadockzumab NN FAB-GAMMA-1_KAPPA Humanzed 194 (2005)  RS56 (2006) 339086-80-5
9 8658  efungumab NN SCFV-HEAVY-KAPPA Homo sapiens 195 (2006)  R57 (2007) 762260-74-2
10 8650  abagovomab NN IG-GAMMA-1_KAPPA Mus musculss 195 (2006)  R57 (2007) 792921-10-9
11 8660  atacicept NN FUSION-TNFRSF13B-FC-GAMMA-1 Homo sapiens 195 (2006)  R57 (2007) 845264028
12 8693  motavizumab NN IG-GAMMA-1_KAPPA Humanzed 195 (2006)  R57 (2007) 677010-34-3
13 8734  bavituximab NN IG-GAMMA-1_KAPPA Chimeric 195 (2006)  R57 (2007) 648904-28-3
14 8739  aflbercept NN FUSION-FLT1-KDR-FC-GAMMA-1 Homo sapiens 195 (2006)  R57 (2007) 862111-32-8
15 8750  rlonacept, ARCALYST™ NN FUSION-ILIRAP-ILIR1-FC-GAMMA-1 Homo sapiens 195 (2006)  R57 (2007) 501081-76-1
16 8753 lexatumumab NN IG-GAMMA-1_LAMBDA Homo sapiens 195 (2006)  R57 (2007) 845816-02-6
17 8818  ibalzumab NN IG-GAMMA-4_KAPPA Humanzed 197 (2007) RS9 (2008) 680188-33-4
18 8832  tenatumomab, 5T2146 NN IG-GAMMA-2B_KAPPA Mus musculis 198 (2007) R0 (2008) e
19 8836  canakinumab TN IG-GAMMA-1_KAPPA Homo sapiens 197 (2007) RSO (2008) iggigggg
20 8862  etaraczumab, MEDI-522, hLM609 NN IG-GAMMA-1_KAPPA Humanzed 199 (2008)  R61 (2009) 89255342-3
21 8864  otelxzumab NN IG-GAMMA-1_LAMBDA Humanzed 198 (2007) R0 (2008) 881191-44-2
22 8869  tepizumab NN IG-GAMMA-1_KAPPA Humanzed 197 (2007) RS9 (2008) 876387-05-2
23 8887 lucatumumab NN IG-GAMMA-1_KAPPA Homo sapiens 198 (2007)  R60 (2008) 903512-50-5
Homo sapiens .
24 8888  panobacumab, Aerumab 11 NN IG-MU_KAPPA_J-CHAIN om0 S0ERS 1100 (2008)  Unpublshed 885053-97-4
25 8894  gantenerumab NN IG-GAMMA-1_KAPPA Homo sapiens 197 (2007) RS9 (2008) 89957-37-9
26 8922  miatuzumab NN IG-GAMMA-1_KAPPA Humanzed 198 (2007)  R60 (2008) 899796-83-0
27 8932  vekuzumab NN IG-GAMMA-1_KAPPA Humanzed 198 (2007)  R60 (2008) 728917-18-8
28 8941  tanezumab, RNG24 NN IG-GAMMA-2_KAPPA Humankzed 199 (2008)  R61 (2009) 880266-57-9
20 A4 anrikinziimah TMIM TR-GAMMA1 KADPA Himanized 198 (20071 RAMN 2NN8Y oinR4a-17-n ¥
Terming € Internet g v H100% -

v

‘& Courrier entrant - Th...

/= MGT/3Dstructure-DE. ..




7637 eomyie [ e

Query page

IMGT/2Dstructure-DB card for INN:

IMGT molecule name IMGT receptor type IMGT receptor description Ligand{s) Species CC ChainID
INN name trastuzumahb
Common name 4D5V8 IG 1G-GAMMA-1_KAPPA Humanized 7637 HTE37 L]

Commercial name HERCEFTING

Proposed list L8 (19097 Recommended list R4o (1998)

Trastuzumab has been engineered with two amino acid changes IGHG1 CH3 D12=E, L14=M to convert the G1m1 allotype
to the iso-allotype nG1m1, the resulting gamma1 chain being Gm17, nG1m1, in an attempt to reduce the risk of anti-G1m-1
antibodies interfering with therapy.

IMGT Carter P. et al. Proc. Matl Acad. Sci. U3A, 89, 4285-4288 (1992) FMID: 1350088

note )
Trastuzumab constant genes and alleles, and allotypes, based on sequence analysis are:

IGHG1*01, CH3 D12=E, L14=M Allotype G1m17nG1m71
IGK.C*01 (100%) Allotype Km3
The allotypes have been confirmed serologically.

INN Chain Renumbered References Printable
definitions details mGTfile E and links card

Chain details

Differences with the closest IMGT allele sequence are in orange.

Chain details of , 4D5VE, IG, 1G-GAMMA-1_KAPPA Humanized [7637_H,7637_L]
Chain ID INN 7637_H
Chain length | 450
IMGT chain | T EAMMAT
description
= VH(1-120) + CH1(121-218) + HINGE-REGION(219-233) + CH2(234-343) + CH3(344-450)
[ V-REGION
EVQLVESGGELVQPGESLRLSCRAASGEI I TY THWVRQAPGKGLERVAR IY P THGY TRYADSVEGRFTISADT SENTAYLOMNSLRAED
JH-AND[ J-BEGICN 10 CH1

TAVYYCSRRGGEDEE Y AMDYWGET LVIVISASTKGPSVFFLARSSKST SGGTAALGCLVEDY FPEFVIVSWNSGALT SGVHT FPAVL)SS
] [HINGE-REGION ][ Sl




Chain details of , 4D5YE, 1G, 1G-GAMMA-1_KAPPA Humanized [7637_H,7637_L]

Chain ID INH 7637 _H
Chain length | 450

IMGT chain | F-EAMMA
description
=WH(1-120) + CH1(121-218) + HINGE-REGIOM(219-233) + CHZ2(234-343) + CH3(344-450)
[ V-REGION
EVQLVESGEELV)PEESLELICARSGR TKD T Y THRVEQAPGKGLEWVAE I Y FTHGEY TEYADSVHGRFI ISADT SENTAYLOMNSTRAED
]N-LND[  J-EEGION 10 CH1
TAVY YO SBWGG DG Y A MDY WeG T LV IV SASTRGPSVE PLAPS SKS T SGET AR L.GCLVEDY FPEFVIVSWNSGALT SGVHT FPAVLOSS
] [HINGE-REGION ][
Chain GLYSLSSVVIVPSSSLGTOTY ICHVNHKE SHTEVDEKVE PKSCDT PPPCPRCPAPELLGGESVFLF PEKFEDTIMI SETPEVT CVVVIVS
sequence CH2 10
HEDPEVEFNWYVDEVEVHNAKTKPREE QYN ST YRV SV LT VL DWLNGEE YKCEVSNEALPAPTEKT I SKRAKGOFREPOVYTLPESEDE
CH3 ]

LNV SLICLVEGFY PSDIAVERE SHEQPENNYKT T PEVLDSDESFFLY SKLTVDKSERQQGNVE SCIVMHEATHNHY T QS LIL.SPGE

Seaquence in FASTA format

IMGT F:In_main VH

description

IMGT gene and . - . . .
allele name IGHV3-66*01 (81.60%)(Human) , IGHV3-66*02 (81.60%)Human) , IGHV3-66*04 (81.60%)(Human) Alignment details

'ﬂg; aZ’;sEa”d IGHJE*01 (76.50%)(Human) , IGHJ6*02 (76.50%)(Human) Alignment details

| 20 representation | IMGT Collier de Perles or IMGT Collier de Perles on 2 lavers

V-DOMAIN | Contact analysis | Mot available
| CDR-IMGT lengths | [8.8.13]
| Sheet composition | Mot available

[ CDRL ] [ CDR2 ]
EVQLVESGG. GLVQPGGSLRLSCAASGFNI . . . . KDTY IHWVRQAPGHGLEWVLAE I YET . . iGY TRYADSVK. GRFTISADTSKNTLYLQ
[ CDR3 ]
MNSLRAEDTAVYYCSRWGEDGFYAMDYNGQGTLVIVSS

IMGT/DomainGapAlign resuits

IMGT !:In_main CHA
description
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IMGT/mAb-DB Query page

@Search by ID or name or INN:

mAb-DB

Today is Tuesday, Oct 20 2009
IMGT/mAb-DB contains entries
- mab

- cept

[ iSearchi ] [ Feset ]

WET/mAb-DE 1D

MM {International Nonproprietary

L

| ||- b Commaon name

[

MName)
MM number 6345 i Froprietary name - b
@Search by INN list:
. - O and before O
INN propased s
proposed lis and after
MM recommended list ©and before ©
and after
@Search by Categories:
IMGT/mAb-DB section - b Radiolabelled! Conjugated - b
Entries with sequences Entries with 3Dstructure




@Select by Characteristics:

Isotype and format Fusion protein format - bt
Crigin clone species - b Origin clone name

Specificity (target) - b Specificity origin - b
Company Developrment status -

Clinical indication Regulatory agency -

Expression system fear -

Application - bt Clinical damain - bt

search H Reset ]

&
Select All / None
MM MM number MM Prop. list MM Rec. list Common name Proprietary name
M 1mAb-D8 Ezﬁjﬂga;i'fd’ IMGT/2Dstructure-DB IMGT/ADstructure-DB
L]
Isotype and format  Fusion protein format Crigin clone species  Origin clone name ospecificity and arigin
4 4 [
Company Clinical indication Developrment status RIETIIED) EEme)
status and year
Expression system  FDA number EMEA number ATC code MCI number Drug nurnber References
[ 4 4 [ [ [ [
Application Clinical damain

]
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Your query: IMGT/mAb-DB

|2 Number of results:

INN e Regulatory
IMGT! | iternational | mn | NN | NN umon | Proprietary | IMGT/mAb-DE | IMGT/ | MG/ | 'SOWPe | Specificity Clinical  |Development | agency _
mAb-DB N et N Prop. | Rec. cti 2D 3D and (target) Company indicati stat stat d Application
id onproprietary | Num. | * .4 jist name name section S a—— [origin] indication us us an
Name) year
Breast cancers
(EE'_'_;E'E'Q | = {as adjuvant) Fhase Il
piderma —
Growtn | Dofmann-La AMM Market
Hoche Lid. -
Factar {Basel authorization
Receptor Switzerland) Metastatic (Roche)
97 frastuzumab | 7637 | L8 | 20 | ADSVE | epcepTivg | Humanized | 7837 | 1ngz | IgGik | 4 HERCZ (EL) S breastcancers | ooy AUGUSE | peutic
{1997y | (1858} | Herceptin p18ac- OvBIEXAressing 2000, FDA
) Genentech
erhB2; ERBBZ appraval
- Inc. (5. San
MHEL; . Qctober
EGFR2) Francisca 1593
A USA)
[Homo =
sapians] Mon-stmall-cell Phase I
lung cancers

Created: 03/0452009
Last updated:

IMGT/mAL-DB has heen developed by Yan Wu and Patrice Durow (LIGM, Montpellier, France)
IMGTimAb-DE scientific officer: Marie-Paule Lefranc {Marie-Paule.Lefranc@igh.cors i)

IMETimAR-OB Documentation
Manoclonal antibodies with clinical indications




Many thanks to the IMGT® team at Montpellier, France
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